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Amendments to the Claims: 

1. (Currently amended) A method of predicting the likelihood of long-term survival of a 
breast cancer patient without the recurrence of breast cancer, comprising determining the 
expression level of ono or moro - p rognostic-RNA transcripts or their expression products in a 
breast cancer tissue sample obtained from said patient, normalized against the expression level of 
all RNA transcripts or their products in said breast cancer tissue sample, or of a reference set of 
RNA transcripts or their expression products, wherein the prognostic RNA transcript is the 
transcript of o n e or moro genes s e lected from the group conflicting of: TP53BP^ GRB7, PRj 
CD68, Bcl2, KRT11. IRS1, CTSL, EstR - 1, Chlcl, IGFBP2, BAC1, CEGP1, STK15, GSTMl, 
FHTT, RT21, AIBl. SURV, BDC3, 1GF1R, p27, GATA3, ZNF217, EGFR, CD9, and,MYBL2, 
HTFlct, pS2, ErbB3, TQP2B, MBM2, RAD51C, KRT19, TS, Her2, KLK10, p Catenin, y 
Catenin, MCM2 t PI3KC2A, IGFl, TBP, CCNB1, FBXQ5, and DR 4, 

wherein expression of ono or more of GRB7, CD68, CTSL 3 Chlcl, AIBl, CCND1; 
MCM2, FBX05, Her2, STK15, SURV, ECPR, and_MYBL2, HIFlg, and TS indicates a 
decreased likelihood of long-term survival without breast cancer recurrence, nnd the cxproc^ion 
ef- on e or moro of TP53 B P2, PR, Bd2, KRT14, BotRl, IGFBP2, BAGl, CEGP1, KLK10. p 
Cat e nin. y Cnronin, nn<; PBKGA^ ft ftrvqr> CiSTM !. F TT TT, R 1 Z 1, D DC 3 , TUT, p27, IRS1. 
1GF1R, GATA3, ZNF217, CD9, pS2, ErbD3, TOP2B, MDAI2, IGFl, and KRT19 indioatoo an 
incroaaod lilcclihood of long term survival without breast cancer roourrenco . 

2-5. (Canceled) 

6. (Original) The method of claim 1 wherein the breast cancer is invasive breast 
carcinoma. 

7. (Canceled) 

8. (Original) The method of claim 1 wherein said RNA is isolated from a fixed, wax- 
embedded breast cancer tissue specimen of said patient. 
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9. (Original) The method of claim 1 wherein said RNA is isolated from core biopsy 
tissue or fine needle aspirate cells. 

10. (Currently amended) An array comprising polynucleotides hybridizing to two or 
mora of tho following gonoo: a Catenin, AJBl, AKT1, AKT2, p actin, BAGl. DBC3, BoI2, 
CCNBl,CCND - l , CD68, CDS ' , CDHl. CEGPl, Chkl, CIAP1, cMot.2, Contig 27882, CTSL, 
DRS. EGFR, EIT 4 E. JZPHXl , febB^ T7rtP ] m?vnv ™t TT rppi G AT mi GAT A 3, C 
Catcnin rGRBT, GROl, GSTM1, GUS, HER2, IHFIA, HNF3A, IQFIR, IGFBP2, KUH O; 
P ITH, KRT17, KRT18, KRTlfl, KRT5, Moopin, MCM2, MCM3, MP J , 12, MMP9, MTA1, and 
MYBL2, F11ARF, p27, T53, PBKC2A, TR, FRAME. pS2, RAD51C,.3IU11, RIZ1, STK15, 
STMY3, STJRV, TGFA, TOP2D, TP53DP2, TRAIL, TS, npg. VDft, VEGF. and ZrJTCl 7 . 

11-13. (Canceled) 

15. (Currently amended) The array of claim 10 or claim 1 4 wherein said 
polynucleotides are cDNAs. 

16. (Original) The array of claim 1 5 wherein said cDNAs are about 500 to 5000 bases 

long. 

17. (Currently amended) The array of claim 1 0 or claim 1 4 wherein said 
polynucleotides are oligonucleotides. 

18. (Currently amended) The array of claim 17 wherein said oligonucleotides are about 
20 to 80 bases long. 

19. (Currently amended) The array of claim 10 or claim 1 1 w herein the solid surface is 

glass. 

20. (Original) The array of claim 19 which comprises about 330,000 oligonucleotides. 

21 . (Currently amended) A method of predicting the likelihood of long-term survival of 
a patient diagnosed with invasive breast cancer, without the recurrence of breast cancer, 
comprising the steps of: 
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(1) determining the expression levels of the RNA transcripts or the expression 
products of g e nes or q gone sot sclcotod from tho group consisting of -CD68. GRB7 and MYRT .7 

W SP53BF2, Bcl2, n^ D , DPHX1 , PDQrRp, DIABLO, XIAP, YD I, CAP, and K RT8 ; 

& ™* 7 > rr> ^. TOP2A, Bcl2, DIABLO, CD3, TBI, PPMID, MCM6, and WISPl; 

W PR ; TP53BP2, DIABLO, CTSL, IGFBP2, TIMP1, CAP, MMPP, and CO?C2; 

CD68, GRB7, TOP2A, Dcl2, DIABLO, CD3, IDl, PPM1D, MCM6, and WI S Pl; 

& Bcl2, TP53BP2, BAD, EPILXl, PDGFRp, DLABLQ, XfAfi YBI, CAP, and KR^- 

$ K RTH, KRT5, FRAME, TP53BP2, GUSI, AID I, M€M3, CCNEI, MGM6, and IDl -j 

® PRAME, TP53Dr2, EstRl> DIABLO, CTSL, PPM1D, GRB7, DAPK1, BBC3, and 

■ VECFB; 

& CTSL2, GIU37, TOP2A, CCMD1, Bcl2 s DLABLQ, PRAME, EMSl, CAP, and EpCAM, 

$ Estill. TP53BP2, PRAME, DLABLQ, CTSL, PPMID, GRB7, DAPK1, BBC3, and 

& ^fcl> PRAMB, TP53DP2, GRD7, CAP, CTSL, CCNBl, TQP2A, tumor size, and 

IGFBP3; 

(9 IGFBP2, GR.B7, FRAME, DIABLO, CTSL, p Cat e nin, PPMID, Chkl, WTSPI, a nd 

^ HBR2, TP53BP2, Bcl2, DIABLO, TTMP1, EPILXl, TQP2A, TRAIL, CAP, and AREGj 

W BAG1» TP53BP2, FRAME, IL6, CCNBl, FAI1, x\REG, tumor size, CAP, uad Ki^ 

^ e EGPL TP53BP2, FRAME, DIA P1 O , TV12, COX2, CQIE1, STK1S, and AKT2, and 

FGF1S* 

STK15, TP53BP2, FRAME, IL6, CCNEI, AKT3, DLVDLO, cMot, CCNE2, and COX2; 

fc> KLK1Q, EstRl, TP53BP2, PRAME, DLABLQ, CTSL, PPMID, GPJB7, DAPKl t and 

W Affl- 1, TP53BP2, BcH, DIABLO, TEMPI, CD3, P 53, CAP, GRB7, and HPffl ft 

^ BBC3, GRB7, CD68 , FRAME, TQP2A, CCNBl, BPHXl, CTSL 

GSTMl.nndAPC; 

® CD9 > GRB7, CD68, TOP2A, Bell, CCNB1 , C D3, DL\BLO, IDl, and PPMtPj 

FG FP., KRT1 1, CRB7, TOriA, CCNBl, CTSLrDcE, TF, KLK10, and CA9 j 
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£3 HIFla> PR, DLM3LO, PRAME, Chkl, AKT2, GPJ57, CCNG1, TQP2A, and 

CCNB1; 

^ MDM?, TP 53DP2, DLM5LQ, B o I2, AJD31, TIMP1, CD3, p53, CA9, and HER2; 

& **YBL2» TP53DP2, PRAME, IL6, Bcl2, DIABLO, CCME1, EPIfXl, TEMPI, and GA9j 

(no) P 27, TP53DP2, PRAAffi, DLVBLO, Bol2, COX2, CCNE1, STK15, AKT2, and IDfr 
(ab) RAD51, ORB7> CD6S, TQP2A, CIAP2, CQTB1, BAGl t US-, EGERl, ua d 
TP53BP at 

^ SURV, CRD - 7, TQP2A, PRMfll,, CTSL, GSTM1, CCMB1, VBR, CA9; and CCNE2; 

^ TOF2B, TPS3DP2, DIABLO^ Dcl2, TlMPl, AIB1, CA9, p53, KRT8, and BAD; 

^> Z MF217, GRB7, TP53BP2, PRAMB, DL\BLO, BcI2, COX2, CCNB1, APC1, and p - 

Cat e nin , 

in a breast cancer tissue sample obtained from said patient, normalized against the expression 
levels of all RNA transcripts or their expression products in said breast cancer tissue sample, or 
of a reference set of RNA transcripts or their products; 

(2) subjecting the data obtained in step (1) to statistical analysis; and 

(3) determining whether the likelihood of said long-term survival has 
increased or decreased. 

22. (Currently amended) A method of predicting the likelihood of long-term survival of 
a patient diagnosed with estrogen receptor (ER)-positive invasive breast cancer, without the 
recurrence of breast cancer, comprising the steps of: 

(1) detennining the expression levels of the RNA transcripts or the expression 
products of g enes of a gone act s e lected from the group consisting of - CD68; CTSL; FBXQ5; 
SURV; CCNB 1 ; MCM2; Chid ; and MYBL2f-E HF 1 A; cMET; ECFR; TS; STK15, IGrRl, 
BC12; HMF3A: TP53BP2: GATA3j nwrr ^mnr-p ^ , T r rrn p->; PR; GB9j EDI ; ETIIXl, 
CEGP1; TRAIL; DR5; p27; p53; MTA; RIZ1; ErbB3; TOP2B; ED71E , wherein expression of 
the CD68 and MYBL2 following genos in ER-positive cancer is indicative of a reduced 
likelihood of survival without cancer recurrence following surgery; CD63; CTSL; FBXQ5; 
ST TP V; rr NBl; MCM2; ChU, MYDL2, HEKAj oMBT; EGFR; TS; STK15, and wherok* 
e xpression of tho following gonos in indicative of a better prognosis for survival without cancer 
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recurrence feHewag surgory ICFR1; BC12; IINF3A; TP5 3 Br2; GAT A3; DDC3; RAD51C; 
BAOl; IGFDP2: PR: CDQ: lim ; PPmn , rnrv, ■ ™ ^ . r r5 . p J3 > MTA> rjzl< 
TOP2B; EIF 4 E . 

(2) subjecting the data obtained in step (1) to statistical analysis; and 

(3) determining whether the likelihood of said long-term survival has 
increased or decreased. 

23. (Original) The method of claim 21 or 22 wherein said statistical analysis is 
performed by using the Cox Proportional Hazards model. 

24. (Currently amended) A method of predicting the likelihood of long-term survival of 
a patient diagnosed with estrogen receptor (ER)-negative invasive breast cancer, without the 
recurrence of breast cancer, comprising determining the expression levels of the RNA transcripts 
or the expression products of conan nf fee gene set rnjr^i. T jp A ; UMF3A; CPH1; Hn2; 
GRB7 ; AKT1; STMY3; q Cat tni n; fiP. Ql; KT11, KLK10; M a spia, TOfa, oudrrRPl , 
wherein expression of GRB7 _ the following gonoa is indicative of a reduced likelihood of 
survival without cancer recurrenc e - >4XNDl; UTA; IINF3A; CDII1; Her2; GRB7; AKT1; 
STMY3; a C ntnn in; VDR; GROI, and wherein gxprosoion of the following gonos is indicativ e 
of a bettor pr o geria for □u i vival wi ti imit ni^nr rnn.,rr a n,«- irj] 1; K L K10; Majpin, TGro, an d 

CDP1 

25. (Currently amended) A method of preparing a personalized genomics profile for a 
patient, comprising the steps of: 

(a) subjecting RNA extracted from a breast tissue obtained from the patient to 
gene expression analysis; 

(b) determining the expression level of GRB7. CD68 and MVRT 9 

m nrn g f wg aclo c tcd i ioii i fee breast oanocr gono oet listod in any one of Tablos 1 5, wherein die 
expression leve] is normalized against a control gene or genes and optionally is compared to the 
amount found in a breast cancer reference tissue set; and 
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(c) creating a report summarizing the data obtained by said gene expression 

analysis. 

26. (Original) The method of claim 25, wherein said breast tissue comprises breast 
cancer ceils. 

27. (Original) The method of claim 26 wherein said breast tissue is obtained from a 
fixed, paraffin-embedded biopsy sample. 

28. (Original) The method of claim 27 wherein said RNA is fragmented. 

29. (Original) The method of claim 25 wherein said report includes prediction of the 
likelihood of long term survival of the patient. 

30. (Original) The method of claim 25 wherein said report includes recommendation for 
a treatment modality of said patient. 

31-33. (Canceled) 

34. (Currently amended) A prognostic method comprising: 

(a) subjecting a sample comprising breast cancer cells obtained from a patient to 
quantitative analysis of the expression level of the RNA transcript ofitlenatono gone ooh-ULd 
fre mt h n group cou^t ii ig uf GRB7, CD68, GTSL, Chlcl, AITM, C OTB1, MCM2» FDXQ 5 , 
H nr>, fiTTH 5, SUnv, ECfR, anlMYBL2 7 4BP^ raa d^S, or their product, and 

(b) identifying the patient as likely to have a decreased likelihood of long-term 
survival without breast cancer recurrence if the normalized expression levels of said gene or 
genes, or lheir products, are elevated above a defined expression threshold. 

35. (Canceled) 

36. (Original) The method of claim 1 wherein the levels of the RNA transcripts of said 
genes are normalized relative to the mean level of the RNA transcript or the product of two or 
more housekeeping genes. 
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37. (Currently amended) The method of claim 34 erfS wherein the housekeeping genes 
are selected from the group consisting of glyceraldehyde-3 -phosphate dehydrogenase (GAPDH), 
Cypl, albumin, actins, tubulins, cyclophilin hypoxantine phosphoribosyltransferase (HRPT), 
L32,28S,and 18S. 

38. (Currently amended) The method of claim 34 wherein the sample is subjected 
to global gene expression analysis of all genes present above the limit of detection. 

39. (Original) The method of claim 37 wherein the levels of the RNA transcripts of said 
genes are normalized relative to the mean signal of the RNA transcripts or the products of all 
assayed genes or a subset thereof. 

40. (Original) The method of claim 38 wherein the level of RNA transcripts is 
determined by quantitative RT-PCR (qRT-PCR), and the signal is a Ct value. 

41-42. (Canceled) 

43. (Currently amended) The method of claim 34 ©^5-wherein said patient is human. 

44. (Currently amended) The method of claim [[42]] 43 wherein said sample is a fixed, 
paraffin-embedded tissue (FPET) sample, or fresh or frozen tissue sample. 

45. (Currently amended) The method of claim [[42]] 43_wherein said sample is a tissue 
sample from fine needle, core, or other types of biopsy. 

46. (Currently amended) The method of claim [[42]] 42_wherein said quantitative 
analysis is performed by qRT-PCR. 

47. (Currently amended) The method of claim [[42]] 43_wherein said quantitative 
analysis is performed by quantifying the products of said genes. 

48. (Original) The method of claim 45 wherein said products are quantified by 
immunohistochemistry or by proteomics technology. 
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49. (Original) The method of claim 34 further comprising the step of preparing a report 
indicating that the patient has a decreased likelihood of long-term survival without breast cancer 
recurrence. 

50. (Canceled) 

51. (Currently amended) A kit comprising one or more of (1) extraction buffer/reagents 
and protocol; (2) reverse transcription buffer/reagents and protocol; and (3) qPCR 
buffer/reagents and protocol suitable for performing the method of any one of claims l s and 34 

52. (New) A method of using GRB7, CD68 and MYBL2 genes or gene products to 
predict the likelihood of survival of a breast cancer patient without recurrence of breast cancer 
following surgical removal of the primary tumor comprising predicting a decreased likelihood of 
long-term survival if the expression level of GRB7,CD68 and MYBL2 or the corresponding 
expression product is elevated in said subject 

53. (New) Amemodforpredictmgmemcelmoodofsuirivalofa breastcancerpatiem 
without recurrence of breast cancer following surgical removal of the primary tumor comprising: 

identifying evidence of differential expression of GRB7, CD68 and MYBL2, wherein 
evidence of increased expression of GRB7, CD68 and MYBL2 indicates that said subject is 
expected to have a decreased likelihood of long-term survival. 

54. (New) The array of claim 10, wherein said immobilized polynucleotides hybridize to 
polynucleotides from said genes. 

55. (New) The array of claim 54, wherein said polynucleotides from said genes 
comprise modified and unmodified polynucleotides. 
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56. (New) The method of claim 1, further comprising determining the expression level 
of one or more prognostic RNA transcripts or their expression products in a breast cancer tissue 
sample obtained from said patient, normalized against the expression level of all RNA transcripts 
or their products in said breast cancer tissue sample, or of a reference set of RNA transcripts or 
their expression products, wherein the prognostic RNA transcript is the transcript of one or more 
genes selected from the group consisting of: TP53BP2, PR, Bcl2, KRT14, IRS I, CTSL, EstRl, 
Chkl, IGFBP2, BAG1. CEGP1, STK15, GSTM1, FHIT, RIZ1, AJBl, SDRV, BBC3, IGF1R, ' 
P 27, GATA3, 2NF217, EGFR, CD9, HIFla, pS2, ErbB3, TOP2B, MDM2, RAD51C, KRT19, 
TS, Her2, KLK10, P-Catenin, y-Catenin, MCM2, PI3KC2A, IGF1, TBP, CCNB1, FBX05, and 



DR5. 



57. (New) The method of claim 56, wherein expression of one or more of CTSL Chkl 
AIB1, CCNB1, MCM2, FBX05, Her2, STK15, SURV, EGFR, HIFla, and TS indicates a 
decreased likelihood of long-term survival without breast cancer recurrence, and the expression 
of one or more of TP53BP2, PR, Bcl2, KRT14, EstRl, IGFBP2, BAGl, CEGP1, KLK10, p. 
Catenin, y-Catenin, DR5, PI3KCA2, RAD51C, GSTMl, FHIT, RIZ1, BBC3, TBP, p27, IRSl 
IGF1R, GATA3, ZNF217, CD9, pS2, ErbB3, TOP2B, MDM2, IGF1, and KRT19 indicates an' 
increased likelihood of long-term survival without breast cancer recurrence. 
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